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Figure S1
Contig profiles depicting the distribution of contig lengths at different normalized kmer depths for (A-D) all assembled contigs and (E-H) those within kmer depths where longer contigs locate, and with contigs that contain (I-L) single module (M-P) and multi-modular CAZymes, as well as (Q-T) PULs highlighted in red.
Figure S2
Top 20 CAZyme families assigned to most abundant identified classes:
Clostridia, Bacteroidia, Anaerolinease, and Gammaproteobacteria. CAZyme families predicted to act on plant polysaccharides are outlined in black.
Figure S3
Distribution of percentage identities of the plant polysaccharide-active CAZyme families in beaver dropping (BD) and moose rumen (MR) microcosms enriched with cellulose (C) and poplar hydrolysate (PH) with respective best blast hits in the CAZy database.
Figure S4
Predicted PULs from the metagenomes. BD-C, beaver-droppings enriched on cellulose; BD-PH, beaver-droppings enriched on poplar hydrolysate; MR-C, moose rumen enriched on cellulose; MR-PH, moose rumen enriched on poplar hydrolysate.
Figure S5a
Distribution of sequence length for proteins of unknown function positioned within predicted PULs.
Figure S5b
Similarity-based clustering (≥70%) of proteins of unknown function positioned within PULs predicted herein and the public PUL database (http://www.cazy.org/PULDB/).
Each dot represents a protein of unknown function with its PUL identifier shown on top; the thickness of the edges correlates with percent identity.
Figure S6
Carbohydrate-active proteins with domains of unknown functions identified in each metagenome
Table S1
Metagenomic DNA extraction for enrichment cultures from beaver dropping and moose rumen.
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